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Introduction
proteins destined for secretion from the cell or export to the cell membrane or lysosome 66 (~1/3 of the mammalian proteome) are dependent on COPII vesicles for transport from 67 the ER to Golgi. Thus, it is surprising that deficiency of a key, ubiquitously expressed 68 component of the COPII coat, SEC23B, results in a phenotype apparently restricted to 69 the red blood cell. Reports of curative allogeneic bone marrow transplantation for CDAII 70 suggest that the mechanism responsible for the erythroid defect is intrinsic to the 71 hematopoietic compartment (9, 16, 17) .
72
We previously reported that mice homozygous for a Sec23b gene-trap allele 
Materials and Methods

82
Generation of SEC23B-deficient mice 83 Two Sec23b mutant mouse lines, one with a gene-trap (gt) cassette insertion into
84
Sec23b intron 19 (Sec23b gt ), and the second with a conditional gt insertion in Sec23b 85 intron 4 (Sec23b cgt ), were generated as previously described ( Fig. 1A and B) (18). All
86
Sec23b gt mice used in this study were generated from heterozygous mice backcrossed and Use Committee.
99
PCR genotyping
100
Genotyping for the Sec23b gt allele was performed as previously described (18). The which are resolved on 2% (weight/volume) agarose gel electrophoresis (Fig. 1C) .
108
Genotyping for the Sec23b fl and Sec23b -alleles was performed with a three-primer Table 1 . Corp., Danvers, MA).
116
Fetal liver cell (FLC) transplants
206
Western blot
207
Proteins were separated by SDS gel electrophoresis using 4-20% tris-glycine gels
208
(Invitrogen) and tris-glycine running buffer or using 4-12% Bis-Tris gels (Invitrogen) and Anti-SEC23A and anti-SEC23B anti-peptide antibodies were generated and tested for 338 specificity to their respective paralogs ( Fig. 11A and B 
209
MOPS running buffer (Invirogen
Sec23b F1 ATAGACCAGGCTGGCCTCAGTC Sec23b cgt B1 CCACAACGGGTTCTTCTGTT Sec23b cgt R1 CGAGCACAGAGAGACCCAAT Sec23b R CAAGTGAGTGCCTCCTCACA Sec23b F2 AACAGCCCAGGTGACTAGGA Sec23b qPCR F CCCTACGTCTTTCAGATTGTCA Sec23b qPCR R CGGGCAAAATGGTGTCTATAA Sec24a qPCR F GAGCAGAGATGGAGCGTTCCT Sec24a qPCR R TTCTTCCAACCCAAAGCATCA Sec24b qPCR F GACCCGAGAAGGCGCTTT Sec24b qPCR R TTTGCCAACCCAAATGTAGAAA Sec24c qPCR F TTATGCGGGTTCGGACAAG Sec24c qPCR R CTCATATAGAAAGCGCCAAAGAAAT Sec24d qPCR F CTCATATAGAAAGCGCCAAAGAAAT Sec24d qPCR R TCATGTACACAGGCAGCACCTT Sar1a qPCR F TCGGTGGGCATGAGCAA Sar1a qPCR R GCCATTAATCGCTGGGAGATAA Sar1b qPCR F GGGTGGGCACGTGCAA Sar1b qPCR R TGCCATTGATAGCAGGAAGGT TRAPPC3 qPCR F GCACGGAGAGCAAGAAAATGA TRAPPC3 qPCR R GGTGACAAGCGCTCCATAGG beta--actin qPCR F GATCTGGCACCACACCTTCT beta--actin qPCR R GGGGTGTTGAAGGTCTCAAA GAPDH qPCR F TGTGTCCGTCGTGGATCTGA GAPDH qPCR R ACCACCTTCTTGATGTCATCATACTT
